Figure 1A (DNA146649) 



AAAAGAGGATAATTCAAGAAGGGCTTCTTTAAGGGACTATTTCCCAAGATGGGAATGGAGGGGAACCT 
GCAGGGCTAGTGTCCTACCCTCCAGCAGGCAGCAGCTAATTCCTGAGGGGATAAGGACGTGGTTGCGA 
GGACATGGAGGGAAAGTTCTACAGAGGAGGCACAGTGGGCTTCAGGAACACCCTGCTTGAGAGGCCTG 
TGAGAGGTGGGGAATCAATACCTGACCTCGCTCTCCTTCCATCTCTCCCCAACCCACAGGGGTTGGTG 
TGGGC CCC ACAGGCGAG CCTC C CGGGGAGAG AAGTGGAGAGAGGAC CTGGAGGGCCAGTAGAAGGTAT 
GCACACAAGTATCTACAAGGCACCAGGCATTTTTTGAGCATTTGGGATTTGTCAGCAAACAAGTCAGA 
CAAAAAAC G T TG C T C TGGTGG AGGGAAC ATT C TAG C AAAGG AAGG C AAAT G ACAAG C AGG AG AAGT AT 
TTGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACTCATCTTGTTATTAATACCATCAATATCCCA 
TGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGACCAAGATTGGGCAAACGTCTCCAACATGA 
CTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATTACCGGAATGCCGACATTTGCTCTCGACAT 
CGCGTAACCTCAGCAGGCCTAACTCTGCAGGACCTTCAGCTATGGTGTAATTTGAGAATCATTCACTG 
AGCATCAACTATGTAACCAGCATTGGGTTGGGTGCCAGAGATCCAAAGCTAAGACACCAAAACCTGCT 
CTCCAGGAAACGAGAGGCTGAGAAGAGGGCCAGCAGGTGTCTGTCAGTACTTGGAGCCGTGAGAGCAG 
GGAGTGGGTGCTGGGCTGAGGAACCAGAGGTAATGGCCCTGGGGACGCCCGGGAAGAGATGAGTTTTG 
AGGCAAAGGGATTTGCATTTGTGGATGAACTTGTGTGTTCAGCTGAAGGCTGAAGTTGTAACTCTGAA 
CCACAGGACAAAGCATGATGTGATGTCTTCCTCACTAAATGGCAATGTCCTTGAGAAGACCCTGTCTT 
AATCATCTCTGTGTCTCACGCCTGGCTCATAACATATGCTTATCGCATGCTTTTAATAAAAGGAGGAA 
AATGC 



Figure IB (DNA149986) 



GGTGGAGCCAAATAAGGGAATGAAAGCAGGCCACCGGAGCCTCGGAGAGGCAACCGTTTGGGGTACTC 
TTCCACACTGTGGCAGCTTTGTTCTTTTGCTCTTTGCAGTAAGTTTTGCTGTTGCTTACTCTTTGGGT 
CTGCACTGCCTTTATGAACTGTAACACTGACCATGGAGGTCTGCAGCTTCACTCCTCAAGCCAGCAAG 
ACCAGGAGCCCACTGGGAGGAGGAATGAACAACTCTGGACACGCCACCCTTAAGAGCTGTAACACTCA 
CCGCGACGGTCTGCAGCTTCACTCCTGAAGTCAGCGAGACCACAAACCCACCAGAAGGAAGAAAATCC 
GGACACATCTGAACATCTGAGGGAACTCCGCACACACCATCTTTAAGAACTGTAACACTCACCACGAG 
GGCCCGTGGCTTCATTCTTGAAGTCAGCAAGACCAAGAACCCACCAATTCTGGACACAACAGGACACA 
CACATGGGAGGGGGAGGCCAGAGGGAAACCTAGCTGGCTTGGGGTGGGAATTTGAATCCCTGAGCCCA 
TCTTCTTCTTTCACCACTTTGTCCGGTGACATTAGGACCAACCAACCAATGCCATTATATTTCTTAGT 
TTACAAGAAAATGTTTGAAGTTCTCATCCACAGAATCACTTAGCTTCTTGCTTTTTACAAGTGGTTGA 
TTAGGAGTATTCAATACAGATTTTGTGTATCACTATAAACAGTTCACAGCATGGACTACTGGTGTTCT 
CTTTACTAACTGAAATGGTGTCATTAGCACCTTTAAATCTAATCCATTTAGAGAGCCAGTTCCGGAAA 
CCTCAGAACCAGTTTGGAAAACTTCCGTTCTTCTGAAGCCATTTTTGGAACCACATCTGTGCTAGGTT 
CTCCAGGGAAACAGAACCAATATGTTTTATTTACTATGGGGACTGGCTCATATGATTCTGGAGGCCTA 
GAAGTCCCTCCCTCTCAAGATGTGCTGTCAGCAAGCTGCAGAACCAGGAAAGCTGGTGGTGTCAGAGT 
CTGAAGGCCTGAGAACTGGGTGGGGAGTGGGACAGACTAAGGGGCCTTTAGTCTCTGGGTTGGTGTGG 
TCCCCACAGGTGAGCCTTTCGTGGAGAAGGGTGGAGAGGGGATCTGGAAGGGCCAATAGAAGATACTC 
AGCACTAAGAGACCTTTGGACTCAGACCAGAACTTACACCATTCATTCATTCAGTCGGTGAAAATGTA 
TTGACCACTGTATCAACCAGGATTGTGACACAAAAACAGATGGCACACTCAAAAGAGGATAATTCAAG 
AAGGGCTTCTTTAAGGGACTATTTCCCAAGATGGGAATGGAGGGGAACCTGCAGGGCTAGTGTCCTAC 
CCTCCAGCAGGCAGCAGCTAATTCCTGAGGGGATAAGGACGTGGTTGCGAGGACATGGAGGGAAAGTT 
CTACAGAGGAGGCACAGTGGGCTTCAGGAACACCCTGCTTGAGAGGCCTGTGAGAGGGATTGTTTTCT 
ACTGTTTGACATTCACGTAACCTCCTAACGCTGTCTGGGGAAGATGCTACCCCCTGCTCTCCCCGTCT 
TTCCTGCACTCTCAGCAATGGGATGGGCTGACTGATGCCCTGTGGGCTGGAAAGCTGACCACAGTTGC 
TGCAGACCAGACCCCCTCACATAGTGAGTGCTGGGCTGAGGAATCCAGGAGAGCCCGAGGGGGGACAC 
TGAAGGTGTATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCTGATGAATTTTAATAGGGAGAAAG 
AAGTATTTGCTAAGAATGGCAATCCTGATGCTCAGCCTTCAACTCATCTTGTTATTAATACCATCAAT 
ATCCCATGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGACCAAGATTGGGCAAACGTCTCCA 
ACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATTACCGGAATGCCGACATTTGCTCT 
CGACATCGCGTAACCTCAGCAGGCCTAACTCTGCAGGACCTTCAGCTATGGTGTAATTTGAGGTCAGT 
GGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGAGCTACTGCAGGGTTCTGAGCAGAGT 
CCTAATTTATATTTTAGAAGAATCATCATGGCTCCTAGATTAGGAATAAAACGAAGGGGCCCAGGGAT 
GGAAACGATGAGTCCAGTTGGGTTACTGCAAAGATCCAGGCCAGAAATCCAGGCACAGTGGCACACAC 
CTGAGTCCCAGATAATTCCACCTACTGGTCCTGCTCTGTGGCCTACTGGTCCGAGTCCAGCCCCGACT 
GATTTCTGGGCCTGTAATGTCTAAAAACGCTCCCTGCTGATGTTTTGCAAGTGACTGTGTTACTTGAA 
GG C AGT T C C T AGG ATAAAC TAG T G G CT T TAT C 



Figure 1C (DNA149995) 

DNA149995 

AAAAAATACAGCAGGTGAAGGAGGTTGGAGAGTAGGGGGTGGAGGGCCCACGCAGCACTTGTCCTTCA 
CCCTGGAGGGGATCTGTTACATGCCCCAGATTGCTGGTCCCCTAGAAATGTTACTGAGGCAGCCTCTG 
CATTTTTGCAGGGATTGTTTTCTACTGTTTGACATTCACGTAACCTCCTAACGCTGTCTGGGGAAGAT 
GCTACCCCCTGCTCTCCCCGTCTTTCCTGCACTCTCAGCAATGGGATGGGCTGACTGATGCCCTGTGG 
GCTGGAAAGCTGACCACAGTTGCTGCAGACCAGACCCCCTCACATAGTGAGTGCTGGGCTGAGGAATC 
CAGGAGAGCCCGAGGGGGGACACTGAAGGTGTATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCT 
GATGAATTTTAATAGGGAGAAAGAAGTATTTGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACTC 
AT CT TG T T ATT AAT AC C AT C AAT AT C C C ATGAGGC T C AT AAAACGAG TCTTTCTTCT T GG AAAC ATG A 

CCAAGATTGGGCAAACGTCTCCAACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATT 
ACCGGAATGCCGACATTTGCTCTCGACATCGCGTAACCTCAGCAGGCCTAACTCTGCAGGACCTTCAG 
CTATGGTGTAATTTGAGGTCAGTGGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGAGC 
TACTGCAGGGTTCTGAGCAGAGTCCTAATTTATATTTTAGAAGAATCATCATGGCTCCTAGATTAGGA 
ATAAAACGAAGGGGCCCAGGGATGGAAACGATGAGTCCAGTTGGGTTACTGCAAAGATCCAGGCCAGA 
AATCCAGGCACAGTGGCACACACCTGAGTCCCAGATAATTCCACCTACTGGTCCTGCTCTGTGGCCTA 
CTGGTCCGAGTCCAGCCCCGACTGATTTCTGGGCCTGTAATGTCTAAAAACGCTCCCTGCTGATGTTT 
TGCAAGTGACTGTGTTACTTGAAGGCAGTTCCTAGGATAAACTAGTCGCTTTATCATTACAGAATCAT 
TCACTGAGCATCAACTATGTAACCAGCATTGGGTTGGGTGCCAGAGATCCAAAGCTAAGACACCAAAA 
CCTGCTCTCCAGGAAACGAGAGGCTGAGAA 



Figure 2A (PR019652) 



MAILTLSLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLRVKGIYYRNAD 
I CSRHRVTS AGLTLQDLQLWCNLR I IH 

Domain Information 

Signal peptide: 
1-19 

N-glycosylation site. 
38-42 
41-45 
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Figure 2B (PR019816) 



MAI LMLS LQL ILLLIPSIS HE AHKTS LSS WKHDQDWANVSNMT FSNGKLRVKG I YYRNAD 
ICSRHRVTSAGLTLQDLQLWCNLRSVARGQIPST 

Domain Information 

Signal peptide: 
1-19 

N-glycosylation site. 
38-42 
41-45 

N-myristoylation site. 
89-95 
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Figure 2C (PRO19650) 

MAILTLSLQLILLLIPSISHEAHKTSLSSWKHDQDWAWSNMTFSNGKLRVKGIYYRNAD 
ICSRHRVTSAGLTLQDLQLWCNLRSVARGQIPSTL 

Domain Information 

Signal peptide: 
1-19 



N-glycosylation sites 
38-42 
41-45 



N-myristoylation sites 
89-95 
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FIG. 3 



Figure 4 



DNA146649 1 MAI LTLS LQL ILLL I P S I SHE AHKTS LS S WKHDQDWANVSNMTFSNGKLR 

DNA149986 1 MAILMLSLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLR 
DNA149995 1 MAILTLSLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLR 



DNA146649 51 VKG I Y YRNAD ICS RHRVTS AGLTLQDLQLWCNLR I I H 

DNA149986 51 VKGI YYRNAD ICS RHRVTS AGLTLQDLQLWCNLRSVARGQ I P STL 
DNA149995 51 VKG I YYRNAD ICS RHRVTS AGLTLQDLQLWCNLRSVARGQ I PSTL 
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FIG. 5 



